respectively. The amino acid sequence of the light chain of AI-B24 is presented in SEQ 
ID NO:28. The amino acid sequences of the CDR1, CDR2 and CDR3 regions of the light 
chains of AI-B24 are presented in SEQ ID NO:122, 116 and 99, respectively. The amino 
acid sequences of the CDR1, CDR2 and CDR3 regions of the light chains of VL3h are 
presented in SEQ ID NO: 100, 101 and 102, respectively. - 



IN THE CLAIMS 

Please amend the following claims as set forth below. 




9, delete "(IV)", and insert therefor -(SEQ ID NO:34)~. 



10, delete "(ll)", and insert therefor -(SEQ ID NO:32)~. 



, delete "(III)", and insert therefor -(SEQ ID NO:33)~. 



elete "(I)", and insert therefor -(SEQ ID NO:31)~. 




line 



line 



6, delete "(V)", and insert therefor ~(SEQ ID NO:35)~. 



9, delete "(VI)", and insert therefor -(SEQ ID NO:36)~. 




7, delete "(VII)", and insert therefor -(SEQ ID NO:37)~. 



10, delete "(VIII)", and insert therefor ~(SEQ ID NO:38)~. 



6 



, line 6, delete "(IX)", and insert therefor ~(SEQ ID NO:39)~. 
laim 5, line 9, delete "(X)", and insert therefor -(SEQ ID NO:40)~. 



laim^Jin<6, delete "(XI)", and insert therefor -(SEQ ID N0:41)~. 
'Claim 6, line 9, delete "(XII)", and insert therefor -(SEQ ID NO:42)~. 

fne 7, delete "(XIII)", and insert therefor -(SEQ ID NO:43)-. 

10, delete "(XIV)", and insert therefor ~(SEQ ID NO:44)~. 
Tine13, delete "(XV)", and insert therefor -(SEQ ID NO:45)~. 
Claimjrline 16, delete "(XVI)", and insert therefor ~(SEQ ID NO:46)~. 
fine 19, delete "(XVII)", and insert therefor ~(SEQ ID NO:47)~. 
22, delete "(XVIII)", and insert therefor -(SEQ ID NO:48)~. 
25, delete "(XIX)", and insert therefor -(SEQ ID NO:49)~. 
28, delete "(XX)", and insert therefor -(SEQ ID NO:50)~. 
'Claim 7, line 31, delete "(XXI)", and insert therefor -(SEQ ID NO:51)~. 

8. (Amended) Nucleic acid according to claim 7, which further comprises a CDR1 
and/or CDR2 region selected from a nucleotide sequence which encodes the amino acid 
sequence of SEQ ID NO:103. 104. 105. 106. 54. 55, 56. 57. 107. 108. 109. 110. 74. 76. 
77. 78. 79. 91 . 92. 93. 94. 83. 86. 127. 95. 96. 97. 98. 84. 87 or 88 [sequences shown in 
Tab. 7a or b] or an amino acid sequence which is at least 80% homologous thereto. 




